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AGM REV

VERVET.CON ATGCCec...cTAGGACCAGAAGAA......AGAAgALTgcT?cGc?T?ATcgce?ttcCTg?ACagcAcCA 56

AGMTYO - Laammmm————— CG-T---T-A--TTGGC----TT--------- 61

AGM155 - T...T ...... T--GC-G-----A------T--C---G-- 61

AGM3 pommmmm T e C---T-G-----T------ A---AA-A-- 61

AG963 e ----A-G--T-CA--C-A-----C-AT--CA----G---- 61

GRIVET.CON ATGTCT .CTAGGAAAAGAAGAA.....AAACAAGCACTCAAGATAATCAAGACCCTATACGGCAGCA 61
AGMB77 e 61

SABAEUS.CON ATGTCC CTAGGacaAGAAGA”ttCTAAGAAGATTc .aGaATAATaAAGTacCTgTACACAACTA 62

SAB1C C GC C 64

U20966

U20968

SYKES.CON ATGCCAGACCAAGGAAGCGAGCAGCTC .GCAGTATTTCTGAGGATGATAGCGCACCTA......CAGG 61
SYK e L 61

VERVET.CON ATCCATATCCACcCc???GtGGAAGGGAC?GCCAGaCAACGCaG?aGaGCCAG?AGAAGGTGGAgacAaag 120
AGMTYO AAGT-G G C-AC G CA 131

AGM155 T--... A G A AGA-C-- 128

AGM3 A A--G----- G- GC 128

AG963 G----- G G A G-G-- 128

GRIVET.CON ATCCATATCCACAG TTCAGCGGAACGGCCAGACAACGGAGGAGGGCAAGACAGAGGTGGAGAAAGCA 128
AGM677 128

SABAEUS.CON ATCCATATCCACCT GGACAAGGGACAGCCAGACAAAGAAGAAGAGCaAGaCAchGTGGGCtaAaCA 129
SAB1C G 131

U20966 131

U20968 C-----AA------- AC-C-- 131

SYKES.CON AACCCTACCCAGGG .CCGGAAGGACCCAGGCAAACCCGCAGACGAAGAAGAAGGCAGTGGAGACAGAG 128
SYK 128

VERVET.CON gCAagaaCA’WTcagag”cTTgGCAGAAAGaaTctgg”aca”gagacaaGAggagCAgttthGcAagC’7 184

AGMTYO ---G--T--AA-T----T-----T------- C e mmmm e T-T--A 183

AGM155 ----A-G--AA--TAC-CA--A----------- T---GGG-C------------ C--mmmme- G--A 198

AGM3 e GC--C---C---m-mmmmmmmeme C---GC---GTG--A-----AC---------- G 198

AG963 A---CG---GC-----TT------------ G------ A--GA--C-A-----AG--------, A----A-G 198

GRIVET.CON GCAGCAGCAAATTGATAAGATTGCAGGAAGAGTCCTCAACACCTTCGAGGATCAACAACTGGTGGCTCAA 198
AGM677 198

SABAEUS.CON chACAGCAGaTCaTACACTTGGCAGAGAGAATTctt ............... CAGACacCTGTGTCcCAG 184

SAB1C G 186

U20966 AA C 186

U20968 186

SYKES.CON AAGGACTCAACGTCTCTACCTTCAGCAGAGAATCTTT...GAGGCAATCTTTGGAAGCAGGACAGCAGCT 195
SYK 195

VERVET.CON aTT...GACCaatTGG?tctcGAcgctCAgCA?CTGGCTALA CAACAg?TgCCTGACCCTC 239
AGMTYO G--... 241

AGM155 ——
AGM3 -
AG963 C--...
GRIVET.CON CTT...CAAGAGCTGCAGCTTGAGAATAAGGACTTGGTGTTA......... CAACATCTGCCTGACCCTC 256
AGM677 B s SN 256

SABAEUS.CON ATT.. GAcaacTTGGCTCAGGAAtTTGAcCAgcTGGTtCT”GaCAATCTtCAGCAaCCTCCaCCaCth 250
SAB1C ---..—-TC T T-G---- 253

U20966 ——— C A T-C----T-Gmm-Gmmmmmmmnem C- 253

u20968 @ .- GT T G--G T---GA-G 253

SYKES.CON TTGGAGGACAGTCTG....vveeoooeeeeccrrressrsrere, CAGCAGCTTCAGATCTCTG 229

SYK e e T 229

VERVET.CON CTaaTtcA?CTTAG 252
AGMTYO --C-----G-- 252
AGM155 --TC-CA-G-- 267
AGM3 --G----T-- 267
AG963 - T----- 270
GRIVET.CON CTCATATTCAT 267
AGM677 - 267
SABAEUS.CON cTCcaGgacatCcaacagagAgc?agA??????A?AGCTCA?CTTGA 288
SABIC = - A-C---CAGCTA-C------ T----- 300

U20966 T-----TT A---ACTTGG-A------ G----- 300

U20968 A--AG-C-GTG-A--GCTCA--TTGA 279
SYKES.CON AT 231
SYK - 231

I-C-39
DEC 95



